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ABSTRAK

Kajian variasi genetik terhadap lima populasi dari Keiantan, Perak, Johor, Ulu
Langat dan Kedah dalam ikan baung, Mystus nemerus di Semenanjung Malaysia telah
dijalankan. Dua puluh tiga lolais telah dilcesan berdasarkan bentuk variasi genetik melalui
kaedah elektroforesis gel kanji daripada empat belas sistem isozim termasuk hemoglobin
dan protein sarkoplasma. Empat jenis tisu iaitu otot, jantung, hati dan buah pinggang diuji
dengan sistem isozim.

Lima lokus polimoriik telah dikesan iaitu asid fosfat (ACP-1), aspartit amino
transferase (AAT-1), glukosfosfat isomerase (GPI-2). hemoglobin (HB) dan isocitrat
dehidrogenase (IDH-2). Manakala lokus asid fosfat (ACP-2), aspartit amino transferase
(AAT-2), glukosfosfat isomerase (GPI-1), hemoglobin (HB) dan isocitrat dehidrogenase
(IDH-1) adalah monomorfik.

Hampir 23% populasi mencapai keseimbangan Hardy Weinberg. Min
keheterozigotan yang dicerap berjulat antara 0.000 (Ulu Langat) hingga 0.80 (Keiantan).
Keseluruhan nilai min keheterozigotan yang dicerap lebih tinggi daripada nilai dijangka.

Identiti genetik (1) berjulat dari 0.948 (LHu Langat dengan Kedah) hingga 0.992
(Keiantan dengan Johor). Pertalian genetik paling rapat secara berpasangan dinmjukkan
dalam populasi Keiantan dan Johor (D= 0.008) dengan populasi Perak dan Ulu Langat
(D= 0.018). Manakala populasi Kedah menunjukkan pertalian genetik terjauh (D= 0.053).

Variasi genetik Mystus nemerus agak sederhana berbanding dengan spesies ikan
tempatan lain. Ini mungkin disebabkan kebanyakkan spesies yang dikaji terdiri daripada

populasi yang ditemak di kolam-kolam terutama sekali dalam populasi Ulu Langat.



ABSTRACT

A genetic varation study on five population from Kelantan, Perak, Johor,
Ulu Langat and Kedah of baung, Mystus nenuinis from Peninsular Malaysia was
conducted. Twenty-three loci were determined based on the electrophoretic patterns of
fourteen enzymes, haemoglobin and sarcoplasmic protein carried out using starch gel
electrphoresis. Four tissue were tested with isozyme systems are muscle, heart, limph and
Kidney.

Five loci were found to be polymorphic namely ; acid phosphate (ACP-1),
aspartate amino transferae (AAT-1), glucosephosphate isomerase (GPI-2). hemoglobin
(HB) and isocitrate dehydrogenase (EDH-1). Whilist acid phosphate (ACP-1), aspartate
amino transferae (AAT-1), glucosephosphate isomerase (GPI-2). hemoglobin (HB) and
isocitrate dehydrogenase (EDH-1) were monomorphic.

Almost 23% of the populations were in Hardy Weinberg equilibrium.  The
observed mean heterozigositv ranged from 0.000 (Ulu Langat) to 0.80 (Kelantan). The
overall heterozigositv mean value for obseived are greater than expected value.

Genetic identity (f) ranged from 0.948 (Liu Langat and Kedah) to 0.992 (Kelantan
and Johor). A close genetic relationship were shown in the Kelantan and Johor
populations (D=0.008) with that of Perak and Ulu Langat populations (D=0.018). Kedah
populations showed the least genetic relationship (D=0.053).

The genetic variation Mystus nemurus is rather moderate in comparison to other

indigenous fish populations. This is because most of the tested species are iTom the

breeding ponds especially in the Ulu Langat population.



