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Kajian variasi genetik di antara spesies ikan sepat iaitu Trichogaster trichopterus,
Trichogaster pectoralis dan Trichogaster leeri telah dijalankan dengan kaedah
elektroforesis gel kanji. TLsu otot telah digunakan untuk menguji kepelbagaian genetik

dengan tiga belas sistem isozim.

Dua puluh tiga lokus telah dikesan bagi keseluruhan spesies ikan sepat,
Trichogaster spp.. Lapan lokus polimorfik telah dikesan dalam T. pectoralis iaitu @ -
GPD* SP-J* LDH-1* MDH-J* MDH-2* ME-1* ME-2* dan PGM*. Bagi spesies T.
trichopterus , lima lokus polimorfik telah dikesan iaitu SP-1*, SP-2* AAT-2* ME-1* dan
LDH-1* Manakala bagi spesies T. leeri hanya dua lokus polimorfik sahaja dikesan iaitu
ACP-2* dan G6PD*. Lokus yang lainnya adalah monomorfik. Empat penanda genetik
bagi T. pectoralis telah dikesan iaitu ~ -GPD* MDH-1* MDH-2* dan PGM* Bagi
spesies T. trichopterus , terdapat dua penanda genetik iaitu SP-2* dan AAT-2*. Manakala

bagi T. feerz adalah G6PD* dan ACP-2*

Hampir keseluruhan spesies mencapai keseimbangan Hardy-Weinberg dan min
keheterozigotan yang dicerap lebih tinggi daripada nilai yang dijangka. Min

keheterozigotan yang dicerap beijulat antara 0.010 (T. leeri) liingga 0.176 {T. pectoralis).
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Identiti genetik (1) berjulat dari 0.356 [T. leeri dengan T. trichopterus (liar)] hingga
0.772 [T. trichopterus (temakan) dengan T. trichopterus (liar)]. Pertalian genetik paling
rapat ditunjukkan dalam spesies T. trichopterus (liar dan temakan) dengan T. leeri

(D=0.356). Manakala spesies T. pectoralis menunjukkan pertalian genetik terjauh

(D=0.515).

Variasi genetik T. leeri dan T. trichopterus sangat rendah jika dibandingkan dengan
T. pectoralis. Ini mungkin disebabkan kebanyakkan spesies yang dikaji terdiri daripada

spesies yang ditemak di kolam-kolam temakan.



A genetic variation study among gouramy species namely; T. trichopterus, T.
pectoralis and T. leeri were studied using starch gel electrophoresis. Muscle tissues were

used to test the genetic variation on thirteen different isozyme systems.

Twenty three loci were detected from the three gouramy species studied,
Trichogaster spp.. Eight loci were detected to be polymorphic in T. pectoralis namely; d -
GPD* SP-1* LDH-1* MDH-1* MDH-2* ME-1* ME-2* and PGM*. In T.
trichopterus , five loci were detected to be polymorphic namely; SP-1*, SP-2* , AAT-2*
ME-1* and LDH-1*. While for T. leeri only two loci were polymorphic namely; ACP-2*
and G6PD* Other loci were found to be monomorphic. Four genetic markers namely;
-GPD*, MDH-1*, MDH-2* and PGM* were detected in T. pectoralis and two in T

trichopterus namely; SP-2 * and AAT-2*. While in T. leeri were G6PD* and ACP-2*

Almost all the species studied were within the Hardy-Weinberg equilibrium and the
observed mean heterozigosity was greater than the expected value. The observed mean

heterozigosity ranged from 0.010 (7 leeri) to 0.176 (T. pectoralis).



Genetic identity (I) ranged from 0.356 [T. leeri and T. trichopterus (wild)] to
0.772 [T. trichopterus (cultured) and T. trichopterus (wild)]. A close genetic relationship
were shown in T. trichopterus (wild and cultured) and T. leeri (D=0.356). While T.

pectoralis showed the least genetic relationship (D=0.515).

The genetic variation for T. leeri and T. trichopterus was very low in comparison

to T. pectoralis. This was because T. leeri and T. trichopterus tested were obtained from

the cultured ponds.



